
15th International Congress  
on Infectious Diseases
Bangkok, Thailand • June 13~16, 2012

In collaboration with the Infectious Disease Association of Thailand

Final Program

 Organized by the International Society  
for Infectious Diseases



55Final Program

Poster Presentations ~ Thursday, June 14, 2012

15th  inTeRnaTional CongRess on inFeCTious diseases

TH
U

RSD
AY  •  June 14, 2012

41.015 West nile virus outbreak in the 
Mediterranean region, 2010-2011 
C. giese1, F . ait Belghiti1, P . Barboza1, 
F . episouth network2

1saint Maurice (France), 2Rome (italy)

41.016 Prevalence of Bacillus cereus strains 
associated with illness resembling cutaneous 
anthrax in south india 
n . ghosh, s . alam, a. k. goel
gwalior (india)

41.017 in vitro activity of Tigecycline and 
comparators against multidrug resistant 
acinetobacter species in asia: 2004–2011 
M. hackel1, J . johnson1, R . Badal1, 
s . hawser2, s . Bouchillon1, B . Johnson1, 
d . hoban1, M . dowzicky3

1schaumburg, il (usa), 2epalinges 
(switzerland), 3Collegeville, Pa (usa)

41.018 do we need an extended staphylococcal 
enterotoxin gene profile for food poisoning 
outbreak investigations? 
J. ho, M . o’donoghue, M . Boost
hong kong (P .R . China)

41.019 Burden of acute rotavirus gastroenteritis 
in children aged <5 years in united arab 
emirates: a hospital-based surveillance 
(2009-2010) 
M. howidi1, h . Yaseen2, g . Balhaj1

1abu dhabi (united arab emirates), 2sharjah 
(united arab emirates)

41.020 national trend in infectious disease related 
hospital emergency department visits in the 
united states, 2000-2009 
Y.-h. hsieh, W . liu, R . Rothman
Baltimore, Md (usa)

41.021 Rapid determination of pneumococcal 
serotypes 6a, 6B, 6C, and 6d by 
combination of PCRs to capsular gene loci of 
Streptococcus pneumoniae
M. ip, s . Chau, s .-l . lui, X . luo, h . Ma, 
T . nelson 
hong kong (P .R . China)

41.022 extended-spectrum beta-lactamase positive 
rates for E. coli, k . pneumoniae, and 
k . oxytoca in 10 asian countries—TesT 
program from 2004–2011 
s . Bouchillon1, s . hawser2, R . Badal1, 
J . johnson1, B. Johnson1, M . hackel1, 
d . hoban1, M . dowzicky3

1schaumburg, il (usa), 2epalinges 
(switzerland), 3Collegeville, Pa (usa)

41.023 seasonal variations of pneumococcal 
menigitis in 30 years: influence of 
atmospheric conditions 
M. Jovanovic1, T . Tosic1, B . stosovic1, 
B . lukovic1, l . lavadinovic1, s . Pavic2, 
g . lazarevic1, i . soldatovic1

1Belgrade (serbia), 2uzice (serbia)

41.024 epidemiology, microbiology and mortality of 
community-acquired bacteremia in northeast 
Thailand: a multicenter population-based 
study 
M. kanoksil1, a . Jatapai2, s . Peacock2, 
d . limmathurotsakul2

1ubon Ratchathani (Thailand), 2Bangkok 
(Thailand)

41.025 The development and deployment 
of a national web-based system for 
communicable disease control in england 
C. kara-Zaïtri1, R . gelletlie2, M . schweiger3

1Bradford (united kingdom), 2london 
(united kingdom), 3leeds (united kingdom)

41.026 genome sequencing of Vibrio cholerae 
isolates from an outbreak in the Philippines: 
unique genome structure and mobile 
elements 
d. klinzing1, R . Matias1, s . Y . Choi2, 
n . hasan2, B . Torres1, V . liles1, 
M . l . Juan1, M . alvarez1, R . Capistrano3,
M . e . J . Villareal3, J . geronimo4, J . lopez3, M . 
C . Mapue3, F . alberto1, h . gibbons5, 
n . Rosenzweig5, T . Cebula2, e . Tayag3, 
F . natividad1, R . Colwell2, e . skowronski6

1Quezon City (Philippines), 2College 
Park, Md (usa), 3Manila (Philippines), 
4Muntinlupa City (Philippines), 5aberdeen 
Proving ground, Md (usa), 6incline Village, 
nV (usa)

41.027 Pneumococcal serotyping for surveillance 
of invasive pneumococcal diseases in 
singapore, 2011 
M.-V. la, M . s . siti Zulaina, a . Chua, 
R . Jureen, n . W . s . Tee, R . lin 
singapore (singapore)

41.028 leprosy, still present in la Réunion
S. larrieu1, P . Vilain1, g . Camuset2, 
n . Pouderoux1, a . gerber1

1saint denis (France), 2saint Pierre (France)

41.029 epidemiology of the four human 
coronaviruses 229e, hku1, nl63 and oC43 
detected over 30 months in the singapore 
military 
C. W. J. liaw, a . s . e . lim, W . h . V . koh,
J . P . loh, C . kan, k . W . Chan, P . J . Ting,  
s . h . ng, s . W . J . Chew, a . dua, C . h . Tan, 
Q . h . C . gao, h . P . V . ho, V . lee, B . h . Tan 
singapore (singapore)



Background

What is the EpiSouth network?
EpiSouth is a network of 27 Mediterranean and Balkan countries for
the control of public health threats and to enhance communicable
diseases surveillance. 

What is West Nile?
West Nile Virus (WNV) is a flavivirus. WNV can cause neurological
disease and death in people. It affects humans, horses and other
mammals, through mosquito bites (Culex spp and Aedes spp) mainly,
or blood transfusion and organ transplants. 

Clinical symptoms: WNV infection is symptomatic for 20% of the
infected people. 1% of the WNV infections develop a severe form of the
disease (meningitis, encephalitis or paralysis). 

West Nile and the EpiSouth
network
In 2010, an unprecedented West Nile virus (WNV) outbreak occurred in
the Mediterranean region. 

The aim of this study is to compare both 2010 and 2011 WNV seasons
in terms of epidemiological situation (number of cases and geographic
distribution) and surveillance systems.

Data collection

• Data regarding numbers of human and animal cases diagnosed in
2010 and 2011, the nature of WNV surveillance and laboratory
capacities were collected from the 27 EpiSouth.

• On 27th January 2012, questionnaires were sent to EpiSouth focal
points. Data were also consolidated with data provided by the WP4
on Laboratory networks. Official reports issued by OIE and MoH/MoA
were also considered for cases counts.

• All 27 EpiSouth countries provided information regarding their
current epidemiological situation and/or their WNV Surveillance
system in 2010 and/or 2011.  

The number of reported cases corresponds to suspect and confirmed
cases, based on the national definitions of suspected and confirmed cases.

• Over time proportion of biologically confirmed and suspect cases are
subject to changes, both confirmed and suspect cases were
considered for the analysis when at least part of the cases was
biologically confirmed. 

Surveillance systems

and epidemiological situation 

Surveillance systems and
laboratory capacities

Surveillance systems

- 18 countries have a human surveillance system
- 14 countries have an equine surveillance system
- 10 countries have bird surveillance
- 7 countries have neither human nor equine surveillance. 

To date, these countries never reported West Nile cases.

In 2011, Bulgaria, Croatia, FYROM and Serbia strengthened or
implemented specific WN surveillance.

Laboratory capacities

Among the 25 countries for which information was available:
- 22 have national reference laboratory, and 19 have the capacity to

diagnostic WNV cases
- 3 have not identified a reference laboratory

Epidemiological situation
• Of the 27 EpiSouth countries: 

- In 2010: 11 countries reported WNV circulation in human and/or
equine in 2010.

- In 2011, 9 EpiSouth countries have reported WNV circulation in
human and/or equine

In humans:

According to data reported by EpiSouth countries:
- In 2010, 485 human WN infections were reported in 9 countries:

Albania Greece, Israel, Italy, Palestine, Romania, Spain, Tunisia &
Turkey. For Albania, Greece and Turkey, these clinical WN human
cases were the first ever reported in the country.

- In 2011, 232 human WN infections were reported in 8 countries:
Albania, Greece, Israel, Italy, Former Yugoslav Republic of
Macedonia (FYR-Macedonia), Romania, Tunisia & Turkey. For
Albania and FYR-Macedonia these cases were the first reported in
the country. (Note for Albania, a child affected in 2010 was
retrospectively notified in 2011)

In equine: 
- In 2010, 8 countries reported equine WN cases: Bulgaria, Greece,

Israel, Italy, Morocco, Romania, Spain and Turkey
- In 2011, 4 countries reported equine WN cases: Greece, Israel, Italy

and Spain
- Compared with 2010, there were fewer countries with equine outbreaks
- In 2010, Morocco and Bulgaria reported equine cases only, same

for Spain in 2011. 

Lineage: 

Understanding the genetic relations between the viruses circulating
across the area would be essential to better understand the dynamic of
the viral circulation in the Mediterranean area. Unfortunately, lineage
and molecular analysis are delicate techniques requiring genetic
sequencing that are not widely available. 

Therefore genetic information allowing describing viral circulation in
2010-2011 is very scares. 

In countries where data were available, strains from both lineage 1 and
lineage 2 have been identified.

Discussion

Although, numbers of reported cases were lower, the 2011 season
confirmed the unusual WNV dynamic in the Mediterranean basin
observed in 2010. 

Fewer human cases were reported but additional affected areas were
reported with previously affected countries (Albania, Italy, Greece,
Romania and Tunisia) and also in never affected countries (FYR-
Macedonia). Nevertheless on a larger scale the affected region remains
comparable to the one observed in 2010.

During both 2010 and 2011 seasons, viral circulation was more intense
in the Eastern part of the Mediterranean while viral activity remained
moderated in the Western part. 

Lineage 2 was isolated in at least 3 countries of the Eastern part of the
region  and one country in the West while, lineage 1 was detected in
the West only. The concomitant circulation of two different strains
across the area seems likely.

Conclusion

Following the unprecedented WNV outbreak in the Mediterranean
region, the close monitoring of the 2011 season was crucial to better
appraise WNV circulation in the area.  

Genetic information allowing describing viral circulation in 2010-2011
is too scarce to allow detailed description of the WNV dynamic.
Emphasis should be put on gathering necessary data during the 2012
summer season (if available).

Despite significant improvements since 2010, WNV surveillance
systems and access to laboratory facilities still vary across EpiSouth
countries. In this context, early alerting and rapid information
exchange remains essential especially for countries with limited
facilities highlighting the importance of maintaining such a cross-
border early warning.

During both years main outbreaks occurred on site located in the main
bird migration routes and sustained transmission cannot be excluded
in the coming years.
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WNV Surveillance in human and
equine, in EpiSouth countries

TABLE 1

Number of human and equine cases 
by countries

TABLE 2


